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Database query results for full 233 amino acid sequence

User Query #1

>Evrogen_turboGFP

MESDESGLPA MEIECRITGT LNGVEFELVG GGEGTPEQGR MTNKMKSTKG ALTFSPYLLS HVMGYGFYHF
GTYPSGYENP FLHAINNGGY TNTRIEKYED GGVLHVSFSY RYEAGRVIGD FKVMGTGFPE DSVIFTDKII
RSNATVEHLH PMGDNDLDGS FTRTFSLRDG GYYSSVVDSH MHFKSATIHPS ILQONGGPMFA FRRVEEDHSN
TELGIVEYQH AFKTPDADAG EE

# fasta35.exe -q -H -B -m 9i -w 80 -E 1 -d 20 C:\Windows\Temp\all8E28.tmp fasta/version19.fasta

FASTA searches a protein or DNA sequence data bank

version 35.04 Jan. 15, 2009

Please cite:

W.R. Pearson & D.J. Lipman PNAS (1988) 85:2444-2448

Query: C:\Windows\Temp\all8E28.tmp
1>>>Evrogen_turboGFP - 232 aa
Library: fasta/version19.fasta 507441 residues in 2129 sequences

507441 residues in 2129 sequences

Statistics: Expectation_n fit: rho(In(x))= 4.7917+/-0.0032; mu= 10.7676+/- 0.165
mean_var=61.8208+/-15.280, 0's: 1 Z-trim: 1 B-trim: 70 in 1/42
Lambda=0.163120

Algorithm: FASTA (3.5 Sept 2006) [optimized]

Parameters: BL50 matrix (15:-5) ktup: 2

join: 36, opt: 24, open/ext: -10/-2, width: 16

Scan time: 0.000

II'No sequences with E() < 1.000000

232 residues in 1 query sequences

507441 residues in 2129 library sequences

Scomplib [35.04]

start: Fri Feb 22 16:53:28 2019 done: Fri Feb 22 16:53:28 2019
Total Scan time: 0.000 Total Display time: 0.000

Function used was FASTA [version 35.04 Jan. 15, 2009]

Database query results for sliding 80mer window

80mer Sliding Window Search Results

Database AllergenOnline Database v19 (February 10, 2019)
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Input Query >Evrogen_turboGFP
MESDESGLPAMEIECRITGTLNGVEFELVGGGEGTPEQGRMTNKMKSTKGALTFSPYLLS
HVMGYGFYHFGTYPSGYENPFLHAINNGGYTNTRIEKYEDGGVLHVSFSYRYEAGRVIGD
FKVMGTGFPEDSVIFTDKIIRSNATVEHLHPMGDNDLDGSFTRTFSLRDGGYYSSVVDSH
MHFKSAIHPSILONGGPMFAFRRVEEDHSNTELGIVEYQHAFKTPDADAGEE

Length 232
Number of 80 mers 153

Number of Sequences with hits 0

No Matches of Greater than 35% Identity Found
AllergenOnline Database v19 (February 10, 2019)

Database query results for 8mer exact matches
>Evrogen turboGFP

>Evrogen_turboGFP|
MESDESGLPAMEIECRITGTLNGVEFELVGGGEGTPEQGRMTNKMKSTKGALTFSPYLLSHVMGYGFYHFGTYPSGYENPFLHAINNGGYTN

RIEKYEDGGVLHVSFSYRYEAGRVIGDFKVMGTGFPEDSVIFTDKIIRSNATVEHLHPMGDNDLDGSFTRTFSLRDGGYYSSVVDSHMHFKSAI
HPSILONGGPMFAFRRVEEDHSNTELGIVEYQHAFKTPDADAGEE

number of 8mers = 225

No sequences found with an exact 8mer match
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